1 tttaggtgac actatagaat actcaagctt gactaaatat ttagaaagca cattgtgttc 
61 agtgaaactt tgtatataat gaatagaata ataaaagatt atgttggatg actagtctgt 
121 aattgcctca aggaaagcat acaatgaata agttattttg gtacttcctc aaaatagcca 
181 acacaatagg gaaatggaga aaatgtactc tgaacaccat gaaaagggaa cctgaaaatc 
241 taatgtgtaa acttggagaa atgacattag aaaacgaaag ctacaaaaga gaacactctt 
3 01 caaaataatc tgagatgcat gaaaggcaaa cattcactag agctggaatt tccctaagtc 
3 61 tatgcaggga taagtagcat atttgacctt caccatgatt atcaagcact tctttggaac 
421 tgtgttggtg ctgctggcct ctaccactat cttctctcta gatttgaaac tgattatctt 
481 ccagcaaaga caagtgaatc aagaaagttt aaaactcttg aataagttgc aaaccttgtc 
541 aattcagcag tgtctaccac acaggaaaaa ctttctgctt cctcagaagt ctttgagtcc 
6 01 tcagcagtac caaaaaggac acactctggc cattctccat gagatgcttc agcagatctt 
6 61 cagcctcttc agggcaaata tttctctgga tggttgggag gaaaaccaca cggagaaatt 
721 cctcattcaa cttcatcaac agctagaata cctagaagca ctcatgggac tggaagcaga 
.-781 gaagctaagt ggtactttgg gtagtgataa ccttagatta caagttaaaa tgtacttccg 
=■-841 aaggatccat gattacctgg aaaaccagga ctacagcacc tgtgcctggg ccattgtcca 
"901 agtagaaatc agccgatgtc tgttctttgt gttcagtctc acagaaaaac tgagcaaaca 
5 961 aggaagaccc ttgaacgaca tgaagcaaga gcttactaca gagtttagaa gcccgaggta 
1.1021 ggtggaggga ctagaggact tctccagaca tgattcttca tagagtggta atacaattta 
^1081 tagtacaatc acattgcttt gattttgtgt atatatatat ttatctgtgt tttaagattg 
^"1141 tgcatattga ccacaattgt ttttattttg taatgtggct ttatatattc tatccatttt 
r'l201 a 
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1 tttaggtgac actatagaat actcaagctt gactaaatat ttagaaagca cattgtgttc 

61 agtgaaactt tgtatataat gaatagaata ataaaagatt atgttggatg actagtctgt 

121 aattgcctca aggaaagcat acaatgaata agttattttg gtacttcctc aaaatagcca 

181 acacaatagg gaaatggaga aaatgtactc tgaacaccat gaaaagggaa cctgaaaatc 

241 taatgtgtaa acttggagaa atgacattag aaaacgaaag ctacaaaaga gaacactctt 

301 caaaataatc tgagatgcat gaaaggcaaa cattcactag agctggaatt tccctaagtc 

361 tatgcaggga taagtagcat atttgacctt cacc 
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